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Fig 1. Phylogenetic tree of 451 SAR11 SAGs and reference genomes. 120 bacterial marker genes 
are used to infer tree structure. Clades Ib.2, Id and Ie are previously undescribed clades.

Fig 2. Heatplots of SAR11 clade presence/absence at the Hawaii Ocean Time-series against 
depth and day of the year. Abundance is in percentage clade coverage at differing spatial and 
temporal points compared to extracted metagenomic data. 
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